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Escherichia coll K-12 MG1855: b3738 Ji^JL. 



Entry 


b3 73 8 CDS E.coli 


Gene name 


atpB, ECK3731, JW3716, papD, uncB 


Definition 


FO sector of membrane-bound ATP synthase, subunit A (EC : 3 . 6 . 3 . 1 4 ) 


Orthology 


KO : K02108 F-type H+-transporting ATPase subunit a [EC : 3 . 6 , 3 . 1 4 ] 


Pathway 


PATH: eco00190 Oxidative phosphorylation 
PATH: ecoOHOO Metabolic pathways 


Class 


Metabolism; Energy Metabolism; Oxidative phosphorylation 
[PATH :ecoG 0190] 


SSDB 


, * < s ■ > 


Motif 


Pfam: DUF1129 ATP-synt.A 
P RO S I T E : A T P A S E_A 


Other DBs 


RegulonDB: B3 73S 
EcoGene: EG100 99 
ECOCYC: EG1009 9 
NCBI-GI: 1 6131 606 
NCBI-GenelD: 948252 
UniProt: P0AB9 8 


LinkDB 




Structure 


PDB: 1C17 

sSg 

11 


Position 


complement (3919259.. 3920074) ^,^3 


AA seq 


271 aa V AA S^y .OK m^j :>y 

MASENMTPQDYIGHHLNNLQLDLRTFSLVDPQNPPATFWTINIDSMFFSWLGLLFLVLF 
RSVAKKATSGVPGKFQTAIELVIGFVNGSVKDMYHGKSKLIAPLALTIFVWVFLMNLMDL 
LPIDLLPYIAEHVLGLPALRWPSADVNVTLSMALGVFILILFYSIKMKGIGGFTKELTL 
QPFNHWAFIPVNLILEGVSLLSKPVSLGLRLFGNMYAGELIFILIAGLLPWWSQWILNVP 
WAIFHILI ITLQAFIFMVLTIVYLSMASEEH 


NT seq 


816 nt ^£4^ +upstream|o nt +downstr eam|o Jnt 

atggcttcagaaaatatgacgccgcaggattacataggacaccacctgaataaccttcag 
ctggacctgcgtacattctcgctggtggatccacaaaaccccccagccaccttctggaca 
atcaatattgactccatgttcttctcggtggtgctgggtctgttgttcctggttttattc 
cgtagcgtagccaaaaaggcgaccagcggtgtgccaggtaagtttcagaccgcgattgag 
ctggtgatcggctttgttaatggtagcgtgaaagacatgtaccatggcaaaagcaagctg 
attgctccgctggccctgacgatcttcgtctgggtattcctgatgaacctgatggattta 
ctgcctatcgacctgctgccgtacattgctgaacatgtactgggtctgcctgcactgcgt 
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gtggttccgtctgcggacgtgaacgtaacgctgtctatggcactgggcgtatttatcctg 
attctgttctacagcatcaaaatgaaaggcatcggcggcttcacgaaagagttgacgctg 
cagccgttcaatcactgggcgttcattcctgtcaacttaatccttgaaggggtaagcctg 
ctgtccaaaccagtttcactcggtttgcgactgttcggtaacatgtatgccggtgagctg 
attttcattctgattgctggtctgttgccgtggtggtcacagtggatcctgaatgtgccg 
tgggccattttccacatcctgatcattacgctgcaagccttcatcttcatggttctgacg 
atcgtctatctgtcgatggcgtctgaagaacattaa 
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